buoJsmoreka

B Hamieii 6u6a1oTexe Bol HaiieTe OpUrHHAJIBI MyOJAKAMI — M TEX, HA KOTOPbIe MbI CChLIIaeMCsI Ha caiiTe, I MHOTHX
JPYTUX, KOTOPbIe MOTYT MPHUTOUTHCS JJIs1 CHHTE3a HayK 06 3THOreHe3e. [IpuHocHM H3BUHEHHS — OKA B OHMOJHOTEKE B
OCHOBHOM 3aM0JHEH JUIIb pa3aen no redoreorpadun. [lomorure Ham 3aN0JHATH OCTAJIbHbIE. A MBI BCKOPE 3aBePIINM
Y/A00HYI0 IPOrPaMMHYIO 000JI0UKY OMOJUOTEKH C APYKeCTBEHHbIM HHTEP (helicoM, KOTOPBIil MO3BOJNT JErkKo HaX0UTh
ny0JMKANUU [0 CAMBbIM Pa3HbIM 3aJjJaHHbIM BaMu napamerpam.
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