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paspadomkax ¢ 001acmu KpUMUHATUCIMUYECKOU 2EHEMUKU.
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Jloxnaner®, mocTepHas ceccusi, OMyOIMKOBaHHUE TE€3HCA, CIIYIIATENb.
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byner nocrynen ¢ 25 suBaps 2019 rona.

MECTO ITPOBEJIEHUAA:

PI'TI na IIXB «HanuonaneHblii nentp OuorexHonorun» Komurera Hayku MuHuCTepcTBa
oOpaszoBanus u Hayku PecnyOnuku Kazaxcran, Kypransxunckoe mocce, 3qanue 13/5, r. Acrana,
Pecnyonnka Kazaxcran
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cienyomyto (Gopmy: Abstract Almaz Akhmetov, Bkmtouaroniyro uMs U (GamMHIAIO TIEPBOTO
aBTOpa Ha JIATUHUIIE.
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The populations dwelling the Eurasian steppe, despite their geographical and anthropological
diversity, now belong mainly to the Altaic linguistic family and from genetic point of view represent
a confinuum of interacting populations. Archeologically this continuum could be traced back
to Bronze Age or deeper. The latest great change in it occurred in the beginning of the first
millennium AD when Iranic-speaking populations in the western and central segments of the
steppe were assimilated by Turkic speaking populations expanding from the east segment. The
population history of Eurasian steppe is under intensive investigation of physical anthropologists,
archeologists, linguists, and geneticists.

Genetic studies based on classical markers revealed the west-fo-east clines across the
steppe which might be quite ancient.

Mitochondrial DNA and Y-chromosomal data confirmed that western and eastern edges of
the steppe metapopulation belong to contrasting - Western and Eastern Eurasian — gene pools
while the main part of metapopulation is of mixed origin. The most impressive result obtained
from Y-chromosomal studies is that gene pool of Eurasian steppe population is structured
not only by geographical and linguistic factors but mainly reflects the tribal-clan structure of
the respective population. We demonstrated this in depth on Altaians, Khakasses, Bashkirs,
and Kazakhs, as well as on other steppe populations. Indeed, as far as clans are formed by
individuals with claimed shared paternal ancestry, their gene pools should be ideally structured
by the Y-chromosome provided that the claimed deep ancestry in most cases corresponds with
the biological ancestry. On multiple examples we found that this is indeed the case.

Genome-wide autosomal markers also were applied fo the Eurasian steppe populations.
Most importantly, their use allows genetically trace and date Turkic expansion from Altai region.

The methods of complete genome analysis not only increases number of used autosomal
SNPs compared to genome-wide analysis. Most importantly, the massive resequencing of the
Y-chromosome allows to increase phylogenetic and phylogeographic resolution by the order of
magnitude. By using this approach we have subdivided the haplogroup C-M217 into dozens
subbranches and obtained their frequencies from across the steppe. It allows to clearly frace
the medieval Mongolian expansion, as well as earlier population events. Deep phylogenetic
and genealogical analysis of haplogroups C and G1 also helped to link some genetic lineages
to historical persons which might be their founders and helped to calibrate the Y-chromosomal
mutation rate. This rate could be it turn used for genetic dating of demographic expansions and
migrations.




